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Unfortunately, an incorrect version of Fig. 2 was pub-
lished online and in print. The correct figure is given on
the following two pages.

The online version of the original article can be found at http://
dx.doi.org/10.007/s00122-005-2024-6
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Fig. 2 A molecular linkage map of hexaploid oat based on 158 F6:8

RILs from the cross MN841801-1·‘Noble-2’ with mapped quan-
titative trait loci (QTLs) for partial resistance to crown rust (Prq)
and flowering time (Ftq). Numbers to the left of linkage groups are
cumulative map distances in cM (Haldane). Marker loci shown in
boldface were mapped as framework loci at LOD>2.0. Marker loci

shown in italics were assigned to intervals only at LOD<2.0. Loci
with significant segregation distortion are marked with *P<0.05
and **P<0.01. Bars to the left of linkage groups represent support
intervals for the QTLs detected, with tick marks showing the LOD
peaks. Abbreviations for environments are explained in ‘‘Materials
and methods’’
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Fig. 2 (Contd.)
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